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1. Purpose/scope
This procedure describes a general process for collecting and processing of genetic material from blood samples in clinical trials and applies to team members responsible for preparing for or taking blood samples for genetic analyses.
2. Abbreviations

None
3. Definitions

None
4. Associated forms
None
5. Procedure
5.1 Collection of blood samples
· Blood should be drawn with atraumatic venipuncture with limited use of the tourniquet to avoid haemolysis.

· Collect blood in a sterile vacutainer tube with ethylenediaminetetraacetic acid (EDTA, purple top tube).

· Movement and storage of samples from participant to a processing laboratory should be documented on a chain of custody form or equivalent (see CL14 for an example)

5.2 Processing of blood samples
· Centrifuge the whole blood at 3000 rpm for 30 minutes.

· Remove the plasma using a clean pipette and discard. Transfer the white blood cell layer (also called a buffy coat) to a labelled polypropylene tube. The white blood cell layer is usually whitish in colour but is sometimes green if the blood sample contains large amounts of neutrophils. It is acceptable to include some red blood cells in the sample as efforts to avoid red blood cells can lead to considerable loss of white blood cells and diminished DNA yield.
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· Freeze the samples at -80°C until extraction of the DNA.
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